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Objectives: We examined the association of the coronary thrombus microbiota and relative

metabolites with major adverse cardiovascular events (MACE) in hyperglycemic patients

with ST segment elevation myocardial infarction (STEMI).

Background: Hyperglycemia during STEMI may affect both development and progression of

coronary thrombus via gut and thrombus microbiota modifications.

Methods: We undertook an observational cohort study of 146 first STEMI patients treated

with primary percutaneous coronary intervention (PPCI) and thrombus-aspiration (TA).

Patients were clustered, based on admission blood glucose levels, in hyperglycemic

(�140 mg/dl) and normoglycemic (<140 mg/dl). We analyzed gut and thrombus microbiota

in all patients. Moreover, we assessed TMAO, CD40L and von Willebrand Factor (vWF) in
I, primary
thrombus
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levels > 140 mg/dl at admission) and normoglycemic patients

with STEMI. Furthermore, we explored associations between

thrombus microbiota and TMAO levels, and composite end-

points (MACE = death, re-infarction, unstable angina) in

cohorts at 1-year.

2. Materials and methods

2.1. Patients and study design

This was a multicenter observational prospective cohort

study aimed to investigate the relationship between gut

microbiota signature, TMAO thrombus levels, and 1-year out-

comes in STEMI patients. We examined an observational

cohort of consecutive patients with first STEMI treated with

PPCI and thrombus aspiration (TA), between February 2016

and September 2019 at the Department of Cardiology of Car-

darelli Hospital in Naples Italy, at Department of Cardiology

of the University of Campania ‘‘Luigi Vanvitelli” Italy, and at

Department of Cardiac Surgery of the SS. Annunziata Hospi-

tal, Sassari, Italy. All patients with onset of

symptoms < 12 h and at least 1-mm ST-segment elevation

in 2 or more contiguous limb leads or at least 2 mm in 2 or

more contiguous precordial leads or left bundle branch block

were considered eligible for PPCI. Coronary angiography was

performed either via the radial or femoral artery. The culprit

lesion was identified and crossed with an angioplasty guide-

wire. Manual TAwas performed at the discretion of the oper-

ator, due to technical aspects (e.g., type and number of stents,

use of any other devices), and with consideration of angio-

graphic selection criteria (e.g., the presence of a visible throm-

bus on angiography), followed by conventional PCI to the

culprit vessel. We considered eligible for the study all patients

with: correspondence between ECG findings and suspected

culprit artery; a minimum visual estimate of 50% stenosis in

the culprit artery, and feasibility of performing TA, as judged
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